
	
  
	
  
	
  
	
   	
   	
  

	
  

Olfactory sensory neurons choose one odorant receptor gene 
from over 1,000 possibilities encoded in the genome, and 
express it from only one allele.  This paradigmatic example of 
transcriptional regulation choice generates over 2,000 different 
neuronal subtypes and plays a critical role in the formation of the 
circuit from nose to brain.  We have used a transgenic approach 
in mice to reveal central parameters of this process which allows 
the continuous production of myriad neuronal subtypes 
throughout life. 
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