
	  
	  
	  
	   	   	  

The Lai lab is fascinated by diverse regulatory mechanisms, both 
transcriptional and post-transcriptional in nature. Our main interests include: 
(1) biogenesis and function of Argonaute-mediated small RNA pathways, 
including microRNAs (miRNAs), and (2) control of cell specification by Notch 
signaling and neural transcription factors (TFs). We combine diverse 
methodologies, including genetics, molecular biology and biochemistry, and 
bioinformatics, to study these topics using both Drosophila and mammalian 
systems. In terms of biological models, we have historically focused on the 
control of sensory organ cell fates in the fruitfly peripheral nervous system, 
and have more recently transitioned these efforts to elucidating the regulation 
of neural stem cell renewal and differentiation in the mammalian brain. In the 
future, we are increasingly turning our attention to the function of the nervous 
system, and how the consequences of regulatory dysfunction play out in a 
number of behavioral paradigms. 

In this talk, I will discuss ongoing studies on several Drosophila miRNAs that 
control neural specification and/or morphogenesis, and their impact on diverse 
innate adult behaviors. 
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